Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.058; wR factor = 0.181; data-to-parameter ratio = 18.8.
Related literature
V = 4029.0 (2) Å 3 Z = 8 Mo K radiation = 0.07 mm À1 T = 296 K 0.30 Â 0.30 Â 0.20 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2003) T min = 0.978, T max = 0.985 44087 measured reflections 9608 independent reflections 6879 reflections with I > 2(I) R int = 0.026 Refinement R[F 2 > 2(F 2 )] = 0.058 wR(F 2 ) = 0.181 S = 1.01 9608 reflections 511 parameters 37 restraints H-atom parameters constrained Á max = 0.60 e Å À3 Á min = À0.39 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1, Cg2, Cg3, Cg4 and Cg5 are the centroids of the N3/N4/C29-C31, C38 0 -C43 0 , C7-C12, C13-C18 and C19-C24 rings, respectively. Symmetry codes: (i) Àx þ 1 2 ; y þ 1 2 ; Àz þ 1 2 ; (ii) Àx þ 3 2 ; y À 1 2 ; Àz þ 1 2 ; (iii) Àx þ 3 2 ; y þ 1 2 ; Àz þ 1 2 ; (iv) x þ 1; y; z.
Data collection: APEX2 (Bruker, 2005); cell refinement: SAINT-Plus (Bruker, 2001); data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009). . E68, o3113-o3114
sup-2

Computing details
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT-Plus (Bruker, 2001) ; data reduction: SAINT-Plus (Bruker, 2001 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009).
Figure 1
A view of the two independent molecules (A and B) of the title compound, with the atom numbering. Displacement ellipsoids are drawn at the 30% probability level. In molecule B only one of the disordered parts is shown. supplementary materials sup-3 . E68, o3113-o3114
Figure 2
A view along the b axis of the crystal packing of the title compound. H atoms have been omitted for clarity. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.60 e Å −3 Δρ min = −0.39 e Å −3 Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-(4-Methoxyphenyl)-4,5-diphenyl-1-(prop-2-en-1-yl)-1H-imidazole
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (8) C3 0.17539 (10) 0.6195 (2) 0.26386 (9) 0.0537 (6) C4 0.24870 (9) 0.70292 (17) 0.18810 (8) 0.0449 (5) C5 0.32016 (9) 0.74795 (18) 0.18908 (8) 0.0447 (5) C6 0.30977 (9) 0.70180 (17) 0.27875 (7) 0.0434 (5) C7 0.18709 (9) 0.67909 (18) 0.0467 (9) 0.0371 (8) 0.0481 (9) −0.0014 (7) 0.0010 (7) −0.0012 (7) supplementary materials sup-7 . E68, o3113-o3114 C30 0.0464 (9) 0.0415 (8) 0.0452 (9) 0.0026 (7) 0.0009 (7) −0.0020 (7) C31 0.0476 (9) 0.0447 (9) 0.0471 (9) −0.0002 (7) 0.0018 (7) −0.0038 (7) C32 0.0437 (8) 0.0422 (8) 0.0433 (8) −0.0041 (7) 0.0029 (7) 0.0030 (7) C33 0.0883 (15) 0.0410 (9) 0.0477 (10) −0.0088 (9) −0.0010 (10) 0.0042 (8) 0.0457 (9) 0.0420 (8) 0.0457 (9) 0.0041 (7) 0.0034 (7) 0.0030 (7) C5 0.0433 (8) 0.0430 (9) 0.0469 (9) 0.0016 (7) 0.0043 (7) 0.0036 (7) C6 0.0388 (8) 0.0429 (8) 0.0477 (9) 0.0022 (7) 0.0048 (7) 0.0016 (7) C7 0.0421 (9) 0.0488 (9) 0.0460 (9) −0.0007 (7) 0.0032 (7) 0.0041 (7) (14) C48-C49-H49 120.00 C5-N2-C6 106.62 (14) H50A-C50-H50C 109.00 C26-C27-C28 126.9 (3) H50B-C50-H50C 109.00 N3-C28-C27 115.21 (17) O2-C50-H50A 109.00 N3-C29-C30 105.69 (15) O2-C50-H50B 110.00 N3-C29-C32 121.55 (15) O2-C50-H50C 109.00 C30-C29-C32 132.70 (17) H50A-C50-H50B 109.00 N4-C30-C38 121.6 (6) C1-C2-C3 126.9 (2) N4-C30-C38′ 119.1 (6) N1-C3-C2 113.08 (17) Symmetry codes: (i) −x+1/2, y+1/2, −z+1/2; (ii) −x+3/2, y−1/2, −z+1/2; (iii) −x+3/2, y+1/2, −z+1/2; (iv) x+1, y, z.
